Sequence Listing could not be accepted due to errors. 
See attached Validation Report. 

If you need help call the Patent Electronic Business Center at (866) 
217-9197 (toll free) . 
Reviewer: Durreshwar Anjum 

Timestamp : [year=2008; month=4 ; day=9; hr=15; min=l 7 ; sec=16; ms=631; ] 



Reviewer Comments : 
<140> 10786970 
<141> 2004-02-24 



<150> 09/573,080 
<151> 2000-05-16 

<160> 613 

Total Number of seq Ids differ from the Total number defined in <160> 
613 and counted are 479. 



<400> 479 

ttaattaatt aattaattaa ttaattaatt aattaattaa ttaattaatt aattaattaa 60 
ttaattaat 



Please insert the total number of bases which is missing in 
the line as 69. 

icrkicicicicicic^^icic^^ic^rk^ic^rkicic^rkic^ik^icicrk 



the end of 



Validated By CRFValidator v 1.0.3 
Application No: 10786970 Version No: 



3.0 



Input Set: 



Output Set: 



No 



Started: 
Finished: 
Elapsed: 
Total Warnings : 
Total Errors: 
of SeqIDs Defined: 
Actual SeqID Count : 



2008-03-18 16:55:36.566 

2008-03-18 16:55:48.833 

0 hr(s) 0 min(s) 12 sec(s) 267 ms 

33 

9 

613 
479 



Error code 



E 
E 
E 
E 
E 
E 
E 



201 
201 
257 
257 
257 
257 
257 



W 213 

W 213 

W 213 

W 213 

W 213 

W 213 

W 213 

W 213 

W 213 

W 213 

W 213 

W 213 

W 213 



Error Description 

Mandatory field data missing in <223> in SEQ ID (79) 
Mandatory field data missing in <223> in SEQ ID (118) 

Invalid sequence data feature in <221> in SEQ ID (166) 

Invalid sequence data feature in <221> in SEQ ID (262) 

Invalid sequence data feature in <221> in SEQ ID (385) 

Invalid sequence data feature in <221> in SEQ ID (398) 

Invalid sequence data feature in <221> in SEQ ID (422) 

Artificial or Unknown found in <213> in SEQ ID (447) 

Artificial or Unknown found in <213> in SEQ ID (448) 

Artificial or Unknown found in <213> in SEQ ID (449) 

Artificial or Unknown found in <213> in SEQ ID (450) 

Artificial or Unknown found in <213> in SEQ ID (451) 

Artificial or Unknown found in <213> in SEQ ID (452) 

Artificial or Unknown found in <213> in SEQ ID (453) 

Artificial or Unknown found in <213> in SEQ ID (454) 

Artificial or Unknown found in <213> in SEQ ID (455) 

Artificial or Unknown found in <213> in SEQ ID (456) 

Artificial or Unknown found in <213> in SEQ ID (457) 

Artificial or Unknown found in <213> in SEQ ID (458) 

Artificial or Unknown found in <213> in SEQ ID (459) 



Input Set: 



Output Set: 



Started: 2008-03-18 16:55:36.566 

Finished: 2008-03-18 16:55:48.833 

Elapsed: 0 hr(s) 0 min(s) 12 sec(s) 267 ms 

Total Warnings: 33 

Total Errors: 9 

No. of SeqIDs Defined: 613 

Actual SeqID Count: 47 9 

Error code Error Description 

W 213 Artificial or Unknown found in <213> in SEQ ID (460) 

W 213 Artificial or Unknown found in <213> in SEQ ID (461) 

W 213 Artificial or Unknown found in <213> in SEQ ID (462) 

W 213 Artificial or Unknown found in <213> in SEQ ID (463) 

W 213 Artificial or Unknown found in <213> in SEQ ID (464) 

W 213 Artificial or Unknown found in <213> in SEQ ID (465) 

W 213 Artificial or Unknown found in <213> in SEQ ID (466) 

This error has occured more than 20 times, will not be displayed 

E 254 The total number of bases conflicts with running total Input: 0, 

Calculated : 69 SEQID(479) 

E 252 Calc# of Seq. differs from actual; 613 seqlds defined; count=479 



SEQUENCE LISTING 



<110> JOAN, KNOLL H 
ROGAN, PETER K 

<120> SINGLE COPY GENOMIC HYBRIDIZATION PROBES AND METHOD OF GENERATING SAME 

<130> 30307 

<140> 10786970 

<141> 2004-02-24 

<150> 09/573, 080 

<151> 2000-05-16 

<160> 613 

<170> Patentln version 3.1 

<210> 1 

<211> 171 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> repeat_region 

<222> (1) . . (171) 

<223> ALR 

<400> 1 

aattctcagt aacttccttg tgttgtgtgt attcaactca cagagttgaa cgatccttta 60 



cacagagcag acttgaaaca ctctttttgt ggaatttgca agtggagatt tcagccgctt 120 
tgaggtcaat ggtagaatag gaaatatctt cctatagaaa ctagacagaa t 171 

<210> 2 

<211> 290 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> repeat_region 

<222> (1) . . (290) 

<223> Alu 



<400> 2 

ggccgggcgc ggtggctcac gcctgtaatc ccagcacttt gggaggccga ggcgggagga 60 

tcacttgagc ccaggagttc gagaccagcc tgggcaacat agtgaaaccc cgtctctaca 120 

aaaaatacaa aaattagccg ggcgtggtgg cgcgcgcctg tagtcccagc tactcgggag 18 0 

gctgaggcag gaggatcgct tgagcccggg aggtcgaggc tgcagtgagc cgtgatcgcg 24 0 

ccactgcact ccagcctggg cgacagagcg agaccctgtc tcaaaaaaaa 290 

<210> 3 

<211> 68 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> repeat_region 

<222> (1) . . (68) 

<223> bsr 



<400> 3 

gatcagtgca gagatatgtc acaatgcccc tgtaggcaga gcctagacaa gagttacatc 60 
acctgggt 68 

<210> 4 

<211> 382 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> repeat_region 

<222> (1) . . (382) 

<223> cer 



<400> 4 

ctgcagaaca ctacttccag ggtctaaatg tctgtccttc acataggatt ccagaacact 60 

gctacgagag tgtgaatgtt tgtccttcac atagcatttc acaactgcca tggtctgaat 120 

ggttgtccct cacatagtat tccagaacac tgctatgagg gtctgaatgt ttgtacctca 180 

cataggattc cagaacactg ctatgagggt ctgaatgttt gtacctcaca taggattcca 240 

gaacactgct atgagtgttt gaaagtttgt ccctcacata ggattccaga agactgctgc 300 

tggggtctga atgtctgtcc ctcacatcgg attccagaac cctgctgctg gggtttgaat 360 

gtctgtccct cacatagaat tc 382 

<210> 5 

<211> 2739 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> 



misc_f eature 



<222> (1195) . . (1195) 

<223> n is a, c, g or t 

<220> 

<221> repeat_region 

<222> (1) . . (2739) 

<223> charliel 



<400> 5 

cagcggttct caaagtgtgg tccgcggacc cctgagggtc cccgagaccc tttcaggggg 60 

tccgcgaggt caaaactatt ttcataataa tactaagacg ttatttgcct ttttcactct 120 

cattctctca cgagtgtaca gtggagtttt ccagaggcta catgacgtgt gatgacatca 180 

tcgctctgat ggctaatgga atgtgtgctt gtgtattctt gtgttttcta aaatttttaa 240 

ggtagtaggt ttagggtata aatatgtagg ttttcagaga ttaactcagt ttsttcttag 300 

cacttctacc gtgctcttac tagctatctt cagttatacc tgctataatc tttgtaacct 360 

cattatcgtc caataaatca ttattttraa atcctaaagt tttcctcgwg cctatgtgaa 420 

aacacaagaa gcaagtacta cttgtaaaac ttgcttgcaa taacattttg aaaatttccc 480 

aaatgtttaa attttatcga caacatatag aatttaatat tttattctaa aataaaaatt 540 

tatttataaw gtttttccta tatttaaggg tggattgttg gcttaaaaaa gggagattag 600 

aagactcgct ttctcaaccc acagctgcam catctatgtc taaagatgct gaaatggaca 660 

taccagcaag ttctctgatt cctcatggaa rggaggaatc tactccaaag aaactgggcg 720 

aaactgtaaa taaaaaacaa aaatatgata aaagctatct tctcagcttt atagatgtta 780 

ataatttacc ttattgtgtc ttatgcaaca gaacattttc gaatagtatt atggtgccag 840 

ttaagttgcg gcatcatttt gagaccaatc attcagagtt taaagaaaaa ggaattaaat 900 

attttaaacg tagatgtgat gagctcttta aaagccaaaa attgtttgtt gcagcttttc 960 

aaactagaaa tgaaaaagcc actgaagcat cttacaggat aagttgccay attgcattgg 102 0 

ctggagaagc mcacacaata actgagagac taataaagcc tcgaacagtt gacattgctg 1080 

aatgcctgct ggatgaaaag tcagtaaaag aaatcatagc actgccactt tccaatgata 1140 

cgataactcg tcaaattaaa gatttagctg caaacatgaa gaccgagtta atatntcatc 1200 



tgcagaattg tacttttgcc ttacaaatgg acgaatctac agatgtkgct agacttgctg 1260 

tgttgcttgc gttcgtctgg tatcagcacc aactgatcat cgaagaactt cttttatgtg 1320 

aattcttggc aacaaacaca agtggtgatg aaatattcaa agtgttgaat gacttttttg 1380 

aatctcatga tttatcctgg aacaactgtg ttgacatttg cactgatggt gcaaaagcaa 1440 

tggtgggtaa aactgctggc gccttagcac gaatcaaggc agtggcacca aactgtacta 1500 

gtagtcattg tattcttcac cgccacgcac tcgcagtwaa aaaaatgcca gtttcactta 1560 

agaatgtcct tgatgaagca gtaaaaatta ttaattttat taaatctcaa cccttgagta 1620 

cacgtctttt taatattctg tgtgacaaaa tgggaagtac gcataaagca cttctgctgc 1680 

ataccgaagt acgatggttg tctcgaggaa aagcacttgt gcgattgttt gagttgcgag 1740 

ctgaactagc tgcttttttc atggaacacc atttttactt gaaagaacga ctgacagaca 1800 

aactatggtt attcagactt gggtatttgg cagacatttt ctcgaaaatg aacgaagtga 1860 

gcctgtcact tcaaggaaaa caactgacag tatttgttgc caatgataaa attcgagctt 1920 

tcaagcgaaa attagaattt tggaaaactt gtatccgcca ccgtgagctt gacagcttcc 1980 

caatacttaa agacttttct gatgagatcg gtggtgatat taacgaatgt gattttttga 2040 

tattgtataa tgaaatgtgt caacatttgg aagatctgca taactcagtg aaccaatatt 2100 

ttccaaatga ccaatgcatg atgttacaaa atcatgcatg ggtaaaagat ccattcaaag 2160 

tgcaagatag accaatggat tttaatgtaa cagagtatga aaagttcatt gatatggttt 2220 

cagattccac attgcaacta acctttaaga aactaccact tgtcgagttt tggtgtagta 2280 

tcaaagaaga atatccacaa ttatctgaaa aggctattaa aatactcctc ccttttccaa 2340 

ctacatatct gtgtgaggcc agattttctt catatacttc aaccaaaaca acatatcgca 2400 

acagattgaa tgcagaagca gatatgagaa tccagctgtc ttctattaag ccagacatta 2460 

aagagatttg caaaaatgta aaacaatgcc actcttctca ctaaattttt ttgttttgga 2520 

aaatatagtt atttttcata aaaatgttat ttatgttaac atgtaatggg tttattattt 2580 

twaaatgaat waataaatat tttaaaaatt tctcagtttt aatttctaat acggtaaata 2 640 

tcgatagata taacccacat aaacaaaagc tctttggggt cctcaataat ttttaagagt 2700 

ataaaggggt cctgagacca aaaagtttga gaaccgctg 2739 

<210> 6 
<211> 2760 



<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (173) . . (173) 

<223> n is a, c, g or t 

<220> 

<221> repeat_region 

<222> (1) . . (2760) 

<223> charlie2 

<220> 

<221> misc_f eature 

<222> (363) . . (364) 

<223> n is a, c, g or t 

<220> 

<221> misc_feature 

<222> (476) . . (476) 

<223> n is a, c, g or t 

<220> 

<221> misc_f eature 

<222> (510) . . (510) 

<223> n is a, c, g or t 



<220> 



<221> misc_f eature 

<222> (535) . . (535) 

<223> n is a, c, g or t 

<220> 

<221> misc_feature 

<222> (541) . . (541) 

<223> n is a, c, g or t 

<220> 

<221> misc_f eature 

<222> (599) . . (599) 

<223> n is a, c, g or t 

<220> 

<221> misc_f eature 

<222> (625) . . (625) 

<223> n is a, c, g or t 

<220> 

<221> misc_feature 

<222> (721) . . (721) 

<223> n is a, c, g or t 

<220> 

<221> misc_feature 

<222> (764) . . (764) 

<223> n is a, c, g or t 



<220> 

<221> misc_f eature 

<222> (1088) . . (1088) 

<223> n is a, c, g or t 

<220> 

<221> misc_f eature 

<222> (1122) . . (1122) 

<223> n is a, c, g or t 

<220> 

<221> misc_f eature 

<222> (1155) . . (1155) 

<223> n is a, c, g or t 

<220> 

<221> misc_f eature 

<222> (1202) . . (1202) 

<223> n is a, c, g or t 

<220> 

<221> mi sc_f eature 

<222> (1220) . . (1220) 

<223> n is a, c, g or t 

<220> 

<221> misc_f eature 

<222> (1231) . . (1231) 



<223> n is a, c, g or t 

<220> 

<221> misc_f eature 

<222> (1399) . . (1399) 

<223> n is a, c, g or t 

<220> 

<221> misc_f eature 

<222> (1417) . . (1417) 

<223> n is a, c, g or t 

<220> 

<221> misc_f eature 

<222> (1430) . . (1430) 

<223> n is a, c, g or t 

<220> 

<221> misc_f eature 

<222> (1433) . . (1433) 

<223> n is a, c, g or t 

<220> 

<221> mi sc_f eature 

<222> (1453) . . (1453) 

<223> n is a, c, g or t 



<220> 



<221> misc_f eature 

<222> (1469) . . (1469) 

<223> n is a, c, g or t 

<220> 

<221> misc_f eature 

<222> (1472) . . (1472) 

<223> n is a, c, g or t 

<220> 

<221> misc_feature 

<222> (1487) . . (1487) 

<223> n is a, c, g or t 

<220> 

<221> mi sc_f eature 

<222> (1488) . . (1488) 

<223> n is a, c, g or t 

<220> 

<221> misc_f eature 

<222> (1530) . . (1530) 

<223> n is a, c, g or t 

<220> 

<221> misc_f eature 

<222> (1564) . . (1564) 

<223> n is a, c, g or t 



<220> 

<221> misc_f eature 

<222> (1606) . . (1606) 

<223> n is a, c, g or t 

<220> 

<221> misc_f eature 

<222> (1695) . . (1695) 

<223> n is a, c, g or t 

<220> 

<221> misc_f eature 
<222> (2300) . . (2300) 
<223> n is a, c, g or t 

60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 



<400> 6 
cagtggt ctt 

tatgcgggca 

tcttt cctaa 

acttcccctt 

atcccgaat c 

aagggacaat 

cgnngtacag 

atgtt ggaac 

gtggggtggt 

nacaaagaat 

aagaaatggc 

tat ctat ctg 

ngctacgaag 



caaactgggg 
cggatagttt 
aact gatctg 
tcacgatcgc 
ttactatggt 
tcgaaatact 
ttttatgtct 
aaggtacttt 
gggagtgatg 
acattgct cc 
gaagatggca 
akagttggaa 
catgcctcct 



tatacatacc 
taagggaat c 
cctgagaacg 
ccttctccca 
gcattgccct 
ggtgttggtg 
t ccctggctt 
ggcycatgtt 
acgatttttn 
tgaggaagag 
gtgcnttatt 
tattcaagat 
ctgcacttt c 



cctgggggta 
aattt ccaga 
cgcctgtggc 
ctttacaaaa 
ggggtgtaaa 
aagcct cctt 
tayaaatatt 
ggggtgtt ct 
cttgacgatg 
tcctgagagc 
teat ccaggt 
wtgkaaaagg 
accatt ct ca 



catgaagact 
t cctcarctt 
gagggectge 
gaaaggcata 
aacct ccggg 
taatcaaggc 
t ctgttaagg 
gaatt cagat 
ttgettctte 
aaagcaaaga 
gacaaactca 
cattctggga 
gtantgagaa 



tt ccaagggg 
ccatatgtac 
cgncttt ccc 
cctctcaccc 
gcaccaaaca 
accataarcc 
gtaaagcatg 
atat cntaga 
catenctatt 
gaacattgnt 
tggcgaggtc 
aataccaatc 
agagcttggt 



gagtactctc attcacctgc gtcttagtct gkgtctcagt tgcatatttt gcatgatttc 840 

aaggmggtgg aggcgaaaag ctctgcaatt acttctaaca gatcaacatt acattttcaa 900 

gtaaaaggaa catatattgg aggtaagttm rtgtatkcta ttttcttgaa catttattca 960 

gattmatagg agaaacattt tcattaactt ttgccaaaga tttctagata gtgtaaatat 1020 

atttttctat ttaggcamaa gtctcctgct cactgtcact catgaacmac ttctctgttc 1080 

atttattnat tcctaccata tacttactag agttagatta anttaacagg aatatgttgc 1140 

agattctact gtaantaatg cacwtaatag cagtcagtaa tataactttt gtaaacccat 1200 

anttattaat gatccaatan cttctctctc nttttgctgw cgatttccac aaagtagatt 1260 

aaactgtact cttaaaagca gaacattcac ttatgtacga gtgcaggaca gaatgttcca 1320 

aaatgcaats tagaatgcga tgcccwgaac ttcagaaaac cagcttcact taattaggat 1380 

taatttctcc cgctcggang ctaatatact gttttanttc tgtcaaatgn atnattataa 1440 

gtaataattt ttnacaataa cgaaattant antatataca tgaatannct caagtgtccg 1500 

tccctctgtc atatttttaa aatgcatttn gagacgttct taaaaaatga aatwtggtat 1560 

tgtntatagg tctctgttcg tagtcgakga gamaagtccc caaatncaca atttacaatt 1620 

ttt cgwtttt tccaactcct tccatgtata ttgaggtcca taagcaaggt gcctctaagt 1680 

gaaagagtag caggnataat taatagtcat ttgataagtc ttggtgaagc cttttgggta 174 0 

tacttcctag aaactgagaa agtgaatgac tctaatgact gggtaacaaa tccttttgca 1800 

agtcaggtgg tttccaattc tttgctttca acaaaattga aggaggacct aatcgagttg 1860 

tcagctgaca gatcattaaa aataattttt gatgatagat caytatgtga tttttggcat 1920 

ataactcgga aggagttcaa agaattgagt gacattgcta taacaaaact ccttccattc 1980 

ccatctactt atttatgtga acaagrtttc tcagcgctta catctataaa aatgaaaaat 2040 

aggaatagaa ttgatgctga actctgtctc attctagcaa taagtaatat tcatccacgg 2100 

atacatgaac taattgggga aacaaggccc catccatctc attaagagat gcatttccaa 2160 

taaaatttta ctttttatgt ttawtattta tcaaaatttg taatatgttt atgttgtttt 2220 

gatcaattgt atattaataa taattgtaat gataactcaa tccagaagaa aawttttaac 2280 

acttagagcc ttatggtcan arkaaatata aaaaattaaa tttcaattta tatacatatt 2340 

tttgttgcag agaagtatga tagggtgatc aataaaagac tttcaagcat aaaaatatat 2400 

tacattagga taaaattctg tgggggaagt ggaatggaaa tacgagttca aggagaaaaa 2 4 60 



gagaacaatg taaaatttcc gactgttaaa gaagagcttg ctcatgtatt ttttaaatgg 2520 

atgatggtgg gtatcaaatc gctatggtat ttagattcca ttggatacat ttaaaagagt 2580 

gatgtaacag ttttatttta aaatgtcaat atttacaata tgccagaaat tacatccttt 2640 

gcaactattt aaacttatga tgaaaaattt tagatgtcaa cttaaaaatg tgcgagggrg 2 70 0 

tacatagttt ttcaaaattc ttttagggga tacgcaagca aaaawgtttg aagaccactg 2760 

<210> 7 

<211> 2710 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> repeat_region 

<222> (1) - - (2710) 

<223> charlie3 

<220> 

<221> misc_f eature 

<222> (744) . . (744) 

<223> n is a, c, g or t 

<220> 

<221> misc_f eature 
<222> (747) . . (747) 

<223> n is a, c, g or t 

<220> 

<221> mi sc_f eature 
<222> (954) . . (954) 



<223> n is a, c, g or t 



<220> 

<221> misc_f eature 

<222> (1703) . . (1703) 

<223> n is a, c, g or t 



<400> 7 

caggggtccc caacccccgg gccacggacc ggtaccggtc cgtggcctgt taggaaccgg 60 

gctgcacagc aggaggtgag cggcgggcga gtgagcgaag cttcatctgt akttacagcc 12 0 

gctccccatc actcgcatta ccgcctgagc tccacctcct gtcagatcag cggtggcact 180 

agattctcat aggagcgcga accctattgt gaactgcgca tgcgagggat ctaggttgcg 240 

cgctccttat gagaatctaa tgcctgatga tctgaggtgg agctgaggcg gtgatgctag 300 

cgctggggag cggctgcaaa tacagattaa cattagcaga gaggtttgac tgcacagaga 360 

ccataataaa tcaattgctt gcagactcat atcaaaaccc tatcagtgag tggcaagtga 420 

caattaagct gcatctggtg gcaggcttta tagtggcaag tgagttgatg tacttcaatt 480 

gtacagctgc atctggtggc aggctttaag tcagaatccg acacttattt tagtccgcgc 540 

gtggcctgct cattatttta tttaccactt ccatccgcgc ctctttcccg cactgcgcac 600 

ttgtctcagt cacagttttg gtaagcccac aagctaaccc tagccaaaat gagtaaaaaa 660 

caaacgtcac tggagagctt ctttgaaaag ggggaaagac ccaatgatga gacagcagaa 72 0 

gactctaaga ctgccaamaa aaanaangct gcatttaaaa gaaaatacca agagtcctac 78 0 

ttaaattacg ggttcattgc aacaggtgat tcacattctc caagcccgct ttgtataata 840 

tgtggtgacc agctatccaa cgaagccatg aaaccttcaa aactgcttcg ccacatggag 900 

accaagcacc ctgcattaga agacaagcct ttggagtttt tcaaaagaaa aaantgtgaa 960 

cacgaagaac agaagcaatt attgaaggcc accacttcat caaatgtgtc tgcactgaga 102 0 

gcatcattct tagtggctaa ccacattgct aaagctaaga agccctttac tgttggtgaa 1080 

gagkktgatc ctgcctgctg ccaagssaca tttgtcatga actctwagga gasgmtgcms 1140 

ttcaaawggt ggcatgtgtt cmtctttcak ctttcagcca ccacaacmag acgaactggt 1200 

gaaacagcag aggatattga ggcacagttg ttagagagga tkaatgagtc accgtggtat 1260 



gcaatccagg ttgamaagtc taccagtgtt aacaacaakg maacaakgct tgcttttgtg 1320 

kgatatattt ttcaggagga tgcgcawgag gatatgttat gtgcactttt gttgccaacc 1380 

aacaccacag ctgcagaatt attcaagtct ttgaatgatt acatatcagg aaaactgaat 1440 

tggtcatttt gtgtcggtat atgcacagac agagtggctg ccatgactgg atggctttct 1500 

ggtttcacta ctcgggtcaa agaggtcgct tctaaatgtg agtctacaca ctgcgtcatc 1560 

catagagaaa tgctggctag ctggaaaatg tcacctgaac ttagcmacgt tttgcaggat 1620 

gtsmttaaaa ttatcaacca cattwaagta catgccctta actcacatct gttcgcgcag 1680 

ctctgtgagg agatggacgc agngcacaca cgtcttctct tatacacaga agtgagatgg 1740 

ctttctaaag gtagatcact ggccagagtt tttgagttac gagagccgct ccagagattt 1800 

cttttagaaa aacagtcacc actggcagca catttcagtg acatagaatg ggtcgcaaaa 1860 

cttgcttact tgtgtgacat attcaacctg ctcaacgaac tcaatctgtc acttcagggg 1920 

agaatgacaa ctgtgttcaa gtcggcagat aaagtggctg cattcaaagc caaactggaa 1980 

ttatgggggc gacgagtgaa cattgggatt tctgacatgt ttcaaacatt agcagagatt 2040 

ttgaaagaga ctgagccagg gccttctttc tcccagctgg tgcatgatca cctatctcag 2100 

ctttcaaaag agtttgagca ttacttccca accacaaagg accccagaac tgggaaggaa 2160 

tggatccgcg acccatttgt gaataagcca gstgaatcga ctttgtccgt gctagaagag 2220 

gatcaactgc ttgagactgc aaatgacggt ggccttaaaa gtatgtttga gacaacttca 2280 

aatctccata cattctggat taaagtcaaa gcggaatatc ctgagattgc cacgaaagca 2340 

ctgaaaagcc tgcttccatt tccagcatcc tatctttgtg aagcagggtt ttctgcagtg 2400 

acagcaacca aaacgagatt acggagtaga ctggacataa gcaacacact tcgggtgtcg 2 4 60 

ctgtctccca tcacccccag atgggaccgt ctagttgcag gaaaacaagc tcagggctcc 2520 

cactgattct acattatggt gagttgtrta attatttcat tatatattac aatgtaataa 2580 

taatagaaat aaagtgcaca ataaatgtaa tgcacttgaa tcatcccgaa accatccccc 2 640 

ccccctggtc cgtggaaaaa ttgtcttcca cgaaaccggt ccctggtgcc aaaaaggttg 2700 

gggaccactg 2710 

<210> 8 
<211> 2585 
<212> DNA 



<213> 



Homo sapiens 



<220> 

<221> repeat_region 

<222> (1) . . (2585) 

<223> charlie5 

<220> 

<221> misc_f eature 

<222> (91) . . (91) 

<223> n is a, c, g or t 

<220> 

<221> misc_f eature 

<222> (143) . . (143) 

<223> n is a, c, g or t 

<220> 

<221> mi sc_f eature 

<222> (413) . . (413) 

<223> n is a, c, g or t 

<220> 

<221> misc_feature 

<222> (786) . . (786) 

<223> n is a, c, g or t 

<220> 

<221> misc_feature 



<222> (838) . . (838) 

<223> n is a, c, g or t 

<220> 

<221> misc_f eature 

<222> (918) . . (918) 

<223> n is a, c, g or t 

<220> 

<221> misc_f eature 

<222> (1043) . . (1043) 

<223> n is a, c, g or t 

<220> 

<221> misc_f eature 

<222> (1212) . . (1212) 

<223> n is a, c, g or t 

<220> 

<221> mi sc_f eature 

<222> (1257) . . (1258) 

<223> n is a, c, g or t 

<220> 

<221> misc_f eature 

<222> (1305) . . (1305) 

<223> n is a, c, g or t 



<220> 

<221> misc_f eature 

<222> (1709) . . (1709) 

<223> n is a, c, g or t 



<400> 8 

ctgcgctgtc caatacggta gccactagcc acatgtggct aytgagcact tgaaatgtgg 60 

ctagtgcgac tgaggaactg aatttaattt ntattattaa tttaaattta aatttaaaaa 120 

ctgaaacagt ataaaatatt ttnccattaa acayaacttt attgttttgg taggactata 180 

yttcacttta accattgcat cgcgkcatat agatattgtt gtattgtagt gcgcgtgtcg 240 

ggtacgtgcg tcatttctag tattacacgt aaacacatca ctaatctagt cggtgtcaay 300 

agattgattc agttcaaatg atttttttct rtgcactgat gtaacattgt aatgtgttta 360 

tttgaatatt ttatgcagac agcacgartt acagtgatac ctatgtaaat canaattggt 420 

aactaaattg aaatacttat tattttmatt attataaatt attttcttag ttaaaaataa 



